: ( A ) Quantification of XBP1 -GFP expression. Increased GFP levels which indicate XBP1 -GFP were observed when CIN was induced by depletion of en > Rad21 (UAS -Rad21 RNAi , UAS -Dicer2) compared to the control en > UAS -XBP1 -GFP. The y axis shows the normalized anti -GFP staining obtained by the subtracting the mean value of the control region from the mean of the affected region for each wing disc. The error bars indicate the 95% confidence interval, n≥9 in all cases. The p values were calculated by two -tailed t -tests with Welch's correction. ( B ) Quantification of GCaMP3 signals. Increased GCaMP signal was observed in en > Rad21 (UASRad21 RNAi , UAS -Dicer2 relative to wild type controls. The y axis shows the normalized GCaMP3 signals o btained by the subtracting the mean value of the control region from the mean of the affected region for each wing disc. The error bars indicate the 95% confidence interval, n= 8 in all cases. ( C) Quantification of ROS staining. The y axis shows the normali zed CellROX staining obtained by the subtracting the mean value of the control region from the mean of the affected region for each wing disc. The error bars indicate the 95% confidence interval, n≥8 in all cases. Genotypes tested were ( engrailed driven) positive control G6PD mad2
RNAi ( d, e, f, g, h ) Caspase3 -driven apoptosis was not detected when candidates were depleted in CIN cells. Anti -cleaved caspase 3 antibod y was used to measure the apoptosis in third instar larval wing discs. In every disc, the unmarked region does not express RNAi constructs, while the dashed line shows the area affected by CIN ( mad2 -RNAi ) and depletion of cand idates. Genotypes tested were (d ) positive control PASK mad2
RNAi (e ) negative control mCherry mad2 RNAi , and the other genotypes (c) ADSS
RNAi were negative for PI staining. (f) Quantification of PI staining. The y axis shows the normalized PI staining obtained by the su btracting the mean value of the control region from the mean of the affected region for each wing disc. The error bars indicate the 95% confidence interval, n≥10 in all cases. The p values were calculated by two -tailed t -tests with Welch's correction. p <0 .001= ***. R NAi , UAS -Dicer2 ) was observed compared to the controls alone (e, f) .
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